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1 5 H3N2 TCID;, (MDCK)
Table 1  Original HA titers and TCIDs, of 5 different H3N2 influenza virus strains(MDCK)
Name HA TCIDso/mL Location Source
DK/ST/493/2008(493) 256 5X10 63 Shantou Duck
DK/ST/7250/2008(7250) 2048 5X106-5 Shantou Duck
DK/ST/2442/2009(2442) 256 5X10°7 Shantou Duck
DK/ST/6708/2010(6708) 512 5X10°7 Shantou Duck
SW/GX/NS2783/2010(2783) 128 5X10 65 Guangxi Swine
1.1.2 MEM \FBS .
TPCK-  ,Gibco ; ( - 2
)»Sigma . 2.1 (CPE)
L2 A549 0.
1.2.1 5 H3N2 Ab49 12.24.36.48.60.72 h) : 24
A549 ’ h , 48 h,
6 . 1 mL~1.5 mL, ) 2449 2783
1X10" /mL, 37°C, 5% CPE 75%., 6708 7250 50% ~
O, 24h 40 0%, 493 25%., A549
. 80%  A549 , ’ 7
. PBS 3, 1Mol , 7
500 pL , 2 48 h
’ PBS » 37C, , 2442 CPE :
5% CO, 2 h (. 1 ,
. 2.5 mL ( 1 pg/mLT- A549
PCK- 1 000 pg/mL MEM ) ) .
, o 2.2 (HA)
( ) 80%~90% , 1 A549
+4°C 8 000 r/min ; HA 2, 2 . 2442493
s T80T . 7250 48 h, CPE
80°C 1 A549 . .
A549 5 (0.12.24.36, , ( ), 6708
48.60.72 h) (HA) )
TCID;, . CPE 70% ~75%,
1.2.2 (HA) ( HA CPE
) , 96 , . CPE HA .,  CPE
; HA , 2783 48 h
. , HA . 24h 36h
1.2.3 5 H3N2 A549 JHA , HA
(TCIDs, ) » CPE .
A549 1X10°  /mL,100 L/ 2.3 (TCID,,)
96 , 5%  CO, .
., 24h , 80%~  TCID,  ( 3,493 TCID,,
90%, A549 ), SPSS 17.0
96 . . 3,
A549 TCID,, , WWWw. virapur. + (x +SD) R
com, , Karber . P<C0. 05 .



: H3N2 37

Normal

493. DK/ST/493/2008;2442. DK/ST/2442/2009;2783. SW/GX/NS2783/2010; 6708. DK/ST/6708/2010; 7250. DK/ST/7250/2008 ; Normal.

493. DK/ST/493/2008;2442. DK/ST/2442/2009;2783. SW/GX/NS2783/2010;6708. DK/ST/6708/2010; 7250. DK/ST/7250/2008 ; Normal.
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Table 2 Comparison of two negative infections with 493 influenza virus and 2783 influenza virus (HA and TCIDso)
193 TCIDs, 2783 TCIDs,
Generation 24 48 72 24 48 72 19T e A
1 5X 10765 5X 1065 5X 10765 - - - 1:8 -
) _ _ _ _ _ _ _ _
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Notes —* Means negative.
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Replication Diversity of H3NZ Avian Influenza Virus and

Swine Influenza Virus after Infecting A549 Cells
CUI Meng-yi, LIANG Jia, HUANG Xiao-liang,LAO Ting-ting, WANG Yitling,
WANG Jin,GAO Ling—xi,FAN Xiao-hui
(Department o f Microbiology »Guangxi Medical University » Nanning Guangxi 530021, China)

Abstract: To discuss the possibility and trend of the infection in human respiratory tissues with different strains of
H3N2 influenza virus,CPE, HA and TCID;s, were compared after A549 cells were infected with the H3N2 avian in-
fluenza virus and swine influenza virus. The results showed that the infection and replication abilities of different
sources of H3N2 viruses had more diversities. Mammal-origin viruses had more tendencies to infect the human re-
spiratory tract cells, SW/GX/NS2783/2010 had the potential ability to infect humans. Further studies are needed to
explore the characteristics and composition of viral genome and the changes of cytokines in the infection process,es-
pecially some special molecular determinants of influenza virus.
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