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Progress on Avian Influenza Gene Diagnosis Technol ogy
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Abgtract :Avian influenza is caused by the avian influenza virus and is a highly contagious disease of humans
and animal s, not only caused poultry industry huge economic losses, but a so caused human security pres
ence in public health threat. Therefore, rapid and accurate diagnos s of gene technology for the prevention
and control of avian influenza is very important. At present , there are genetic diagnosis such as RT-PCR
technique, fluorescence quantitative RT-PCR technology , reliance on the nucleic acid amplification tech-
nology (NASBA) and the new microarray technology. The paper reviewed the basic principles of these
methods, testing and application of their merits,with a view to effectively control the avian influenza pan-

demic outbreak and to provide effective technical support.
Key words:Avian influenza virus; RT-PCR; NASBA ; microarray



