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Abdract  Wild birds are believed to be the naturd hogs and reserwir o irfluenza A virus in the traditiona
vieapoints, but in the recent years, AIV irfected a great ded of poultry , even it had crossed ecies barrier to cause hu
man beings and mammal s irfected in many countries. Moreover , afew casesof human-to- human trangmisson of AIV has
been idertified , it poses an increasng pandemic threat on the world public hedth.
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